IN THE UNITED STATES PATENT 



In re application of 

Takena FUJII et al. 

Serial No. 09/757,655 

FiledJanuary 11, 2001 

A PEPTIDE HAVING AN AFFINITY 
FOR gp 120 




EMARK OFFICE 
Conflrmation No. 8019 

Docket No. 2001-0019A 
Group Art Unit 1648 
Examiner S. Brown 



THE COMMISSIONER IS AUTHORIZED 
TO CHARGE ANY DEFICIENCY IN THE 
FEES FOR THIS PAPER TO DEPOSIT 
ACCOUNT NO. 23-0975 




RESPONSE 




Assistant Commissioner for Patents, 
Washington, D.C. 20231 

Sir: 

Responsive to the Notice dated March 27^ 2002, there is submitted herewith, in a separate 
Preliminary Amendment, a paper copy of a Sequence Listing for the above-identified application 
which has been prepared in accordance with the sequence rules under 37 CFR 1.821-1.825. The 
Sequence Listing contains the identical sequences appearing in the original application papers. 
Thus, no new matter has been added. 

There is also submitted herewith a copy of the Sequence Listing in computer readable 
form as required by 37 CFR 1 .821(e). The content of the paper and computer readable copies are 
the same. 



A copy of the Notice is also attached as required. 




In view of the foregoing, it is believed that each requirement set forth in the Notice has 
been satisfied, and that the application is now in compliance with the sequence rules under 37 
CFR 1.821-1.825. Accordingly, favorable examination on the merits is respectfully requested. 



LC/gtg 

Washington, D.C. 20006-1021 
Telephone (202) 721-8200 
Facsimile (202) 721-8250 
June 27, 2002 



Respectfully submitted. 



Takeru FUJI! et al. 




Lee Ch5ng 

Registration No. 40,949 
Attorney for Applicants 



-2- 




United States Bstent and Trademark Office 



UNITED STATES DEPARTMENT OF COMMERCE 

United States Pateot and Trademark Offico 

Aadrcas: COMMISSIONER OF PATENTS AND TRADEMARKS 

Washinffton. D.C. 20231 

www.uspto.gov 



APPLICATION NO. 



FILING DATE 



I FIRST NAMED INVENTOR | ATTORNEY DOCKET NO. | CO>rnRMATION NO. 



09/757,655 



01/11/2001 



Takeru Fujii 



513 7590 03/27/2002 

WENDEROTH, LIND & PONACK, L.L.P 
2033 K STREET N. W. 
SUITE 800 

WASHINGTON, DC 20006-1021 




200l_0019A 



8019 



EXAMINER 



BROWN, STACY S 



ART UNIT 



PAPER NUMBER 



1648 

DATE MAILED: 03/27/2002 



Please find below and'or attached an Office communication concerning tliis application or proceeding. 
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UNITED STATES DEPARTMENT OF COMMERCE 

Patent and Trademark Office 

COMMISSIONER OF PATENTS AND TRADEMARKS 



20231 



SERIAL NUMBER | FILING DATE | 




FIRST NAMED APPLICANT 


1 ATTORNEY DOCKET NO. 


1 ■ yX\P"r-x 




EXAMINER 



ART UNIT 



PAPER NUMBER 



Please find below a communication from the EXAMINER in charge of this application 

This application contains sequence disclosures that are encompassed by the definitions 
for nucleotide and/or amino acid sequences set forth in 37 C.F.R. § 1 .82 1 (a)(1) and (a)(2). 
However, this application fails to comply with the requirements of 37 C.F.R. §§ 1.821-1.825 for 
the reason(s) set forth on the attached Notice To Comply With Requirements For Patent 
Applications Containing Nucleotide Sequence And/Or Amino Acid Sequence Disclosures. 

APPLICANT IS GIVEN ONE EXTENDABLE MONTH FROM THE DATE OF THIS 
LETTER WITHIN WHICH TO COMPLY WITH THE SEQUENCE RULES, 37 C.R.F. §§ 
1.821-1.825. Failure to comply with these requirements will resuU in ABANDONMENT of the 
application under 37 C.F.R. § 1 .821(g). Extensions of time may be obtained by filing a petition 
accompanied by the extension fee under the provisions of 37 C.F.R. §1.136. In no case may an 
applicant extend the period for response beyond the six month statutory period. Direct the 
response to the undersigned. Applicant is requested to return a copy of the attached Notice to 
Comply with the response. 

A reply to a notice to comply with the sequence rules should NOT be sent to the 20231 
zip code address for the United States Patent and Trademark Office. 

Please direct all replies to the United States Patent and Trademark Office via one (1) of 
the following: 



1 . Electronically submitted through EFS-Bio 
(<http://www.uspto.gov/ebc/efs/downIoads/documents.htm>, EFS 

Submission User Manual - ePAVE) 

2. Mailed to: 

U.S. Patent and Trademark Office 
Box Sequence, P.O. Box 2327 
Arlington, VA 22202 



3. Mailed by Federal Express, United Parcel Service or other delivery 
service to: 

U. S. Patent and Trademark Office 
2011 South Clark Place 
Customer Window, Box Sequence 
Crystal Plaza Two, Lobby, Room 1B03 
Arlington, Virginia 22202 

4. Hand Carried directly to the Customer Window at: 
2011 South Clark Place 

Crystal Plaza Two, Lobby, Room 1B03, Box Sequence, 
Arlington, Virginia 22202 

Any inquiry concerning this communication or earlier communications from tl 
examiner should be directed to Examiner Stacy S. Brown whose telephone number is 
(703) 308-2361. If the examiner cannot be reached, inquiries can be directed to 
Supervisory Patent Examiner James Housel whose telephone number is (703) 308-40 
The fax number for the organization where this application or proceeding is assigned 
(703) 308-4242. 

Any inquiry of a general nature or relating to the status of this application sho' 
be directed to the Group receptionist whose telephone number is (703) 308-0196. 



Stacy S. Brown 
March 26, 2002 





HANKYELT.PARK,PH.D 
PRIMARY EXAMINER 




Application No.: 

NOTICE TO COMPLY WITH REQUIREMENTS%B PAJ^V APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID^SKTOENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which 
the Notice is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the 
following reason(s): 

n1 This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to these regulations, published at 1114 OG 29, May 15, 1990 and at 55 FR 
18230, May 1, 1990. 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

□ 3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

fTI 4 A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
f\ content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1.823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 

□ 5 The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 



□ 
□ 



6. The paper copy of the "Sequence Listing" is not the same as the computer readable form of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 



7. Other: 



Applicant Must Provide: 

g An initial c^f jubstitute ^mputer readable form (CRF) copy of the "Sequence Listing", 
g An initial or(substitute^aper copy of the "Sequence Listing", as well as an amendment directing its entry into 



the specificat 

SA statement that the content of the paper and computer readable copies are the same and, where applicable, 
include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 
For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
Patentin Software Program Support (SIRA) 

Technical Assistance 703-287-0200 

To Purchase Patentin Software 703-306-2600 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR RESPONSE 




BIOTECHNOLOGY 
SYSTEMS 
BRANCHi 



RAW SEQUENCE LIST! 
ERROR REPORT 





The Biotechnology Systems Branch of the Scientific and Technical Information 
CenterCSTIQ d^^^^^^ errors >vhen processing the following compnter readable _ 
form: 

Application Serial Number: . 0 f/ ?S'7, 

Date^Processed by STIC: i j ?.( j Zopi^ ' H 

-TOT A-TTArmrn PRINTOUT EXPLAINS DETECTED ERRORS. 

rORTS?«JS''QUEST10NS.PLEASECONTACTMAWCSPENCER, 7.3.308^»2. ■ 
FOR SEQUENCE RULES r«XBPRETATION, PLEASE 

PATEN?IN 2.1 ..n,.« help: p»tm21l.elp(S,usplo.ROV or Pl-'^'f .-li'Xwart 
PATENTIN 3.0 -mall help: r'-""^'"'"®"''''" g'" P""" 703-306-4119 (R. Wax) 

TA DumirE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
^eS s^toSm ACCESSIBLE THROUGH THEUS. PATENT AND 
SwjiK OFFICE WE BSITE. SEE BELOW FOR ADDRESS: 
httD://www.u s pto.gov/web /nffices/Dac/checker 

, rr- ri.rf lin'r- r'" r-""'-'"^'""''-"""^^'''"'"-'"''-""^' Submission 

S'«i«"" Information. Crysul M.11 On., 191 1 SouO, a„k SBel. Arl»«ton. VA 22^^ 

U.S. P.«n.Wd%.<touft Omc, BOX S«,u.nc., C»«om« Window, Ubby, Room 1B03. Cn»Bl Pto Two, 
2011 South Chik Place, Atlinjtoft VA 22202 jy- Paient and Itademarlc OITice, 

Revised 01/29/2002 



y.RROR PETECITD 

ATTW: NEW RULES CASES: 

. I Wrapped Kudctca 
Wrapped Aminot 



10 



11 



^Invalid Unt Length 

_MUAli£ned Anuoo 
Kumbering 

Nofv- ASCII 



VaHiblc Ungth 



PAtcnttn 3.0 



Skipped Sequences 
"(OLD RULES) 



8 Skipped Sequences 

CNEWRU.LES) 



9 Ihc ofnUof Xa4*« 

(NEW RULES) 



_lnviiid<213> 
Respofisc 

_Us€of<230> 



r«ienana.o 



Raw S«iD<^< LbUnt Error Sununuy 

pir.fiir.n-y nrORIIECll0N SERIAL NUMBER: .,,2^/2^ /} 

rLEASE DISREGARD ViCUStt -ALPHA" HEADERS. WJliai WERE INSERTED BY PTO SOFTWARE 

wui^vcdU.wordproc«««»itn«r«eUJnjiL I1««<i»<Surt)ro«rngI<m.rpatoJ.l^^ ^ 
prevent "wmppuij." 

T>«niU.re<pi!relh^ilInem.«..eteJ73eW.c«eriwknj^K T«fi<Kludc.^^^^ _ - 

Uenumb«ringundcr«chj'«nu,o.ci<II.mI.JiEn«<>. Do »o< u,e Ub eodci between number,; 
use ip»C€ characUn* initcad. ^ 
The .ubraiaed Hie wu ikX uved in ASCIKDOS) .exi. « r*,ulred by Ih. Se<pience RuIe..-rU«*-„ 
tiuurt TOUT lubMODcnt mbmUjIon b »veJ In ASCII leiC 

. v-' 
Seooencef ri conUin or X"'i reprejenting more Hun one reiidCe. Per Sequence Rnle*. 
«rr.?x;rr« onl/ repr^ent . .Intl. r«Mue. Pl«se pre.ent Ih, w.ximum number of «ch 
"„Mu"jligUbI.knJa.«dind!c-.i»«h«<230>^M^^^ 

A -ho,- in Pmtoitln ver«on 2.0 caused lh« <220>-<223> lertion lo be miuing from .nuno idd 
.J^LZl^ N«mJly. P-«nan i*oold .utom.U«IIy genertJe ihi. .ection ftom Ihe 

«b..ii.nt .mino .dd ,«p.ence..TM. .ppMe. I. At m.nd.lonr <220^r» for 
ArtWkUI or Unlcnown M^oenee*.' 

Sequenerf.) mi«mg. If in.en(ion»I. ple»5e insert the folIowu,g line, f<>r eh d^^^^ 
nmFORMAflONFORSEQIDNO:X:(insertSEQIDNOw^^^ c x 

?r ^eSSnCE CHARACreRISTlCS: (Do not insert .ny nibheadings under Ih.sheadmg) 
(xi) SEQUENCE DESCRimON:SEQ ID NO:X: (insert SEQ ID NO where X ,ii shown) 
This sequence it inlentionilly skipped 

Plesse'.Uo sdjust the -(il) NUMBER OF SEQUENCES:" response lo Include the skipped sequeneet 

S„p.«„„<.) missing. If IntenllonJ. ple»se insert |he following lines for e.ch ricipped sequence. 

<2I0> sequence id number 
<400> sequence id number 
000 

Use orn*s»nd/orXJu«'« hive been detected In the Sequence Lilting. ^ . 

P " I !23 o7^i o^. Rule^ use of <220>.<223> » MANDATOR^^^^^ 

L, C220> lo <JM> section, ple«e «plsin location of m or X«; .nd whK:h residue » or X« represents. 

» 1 •^1 -.r c-^.^« Ae vaM J <213> rcsponsct are: Unknown, Artificial Sequence, or 
??e;SleTo^rpldeS*SroU23>.c^^^^^^ 

U ArtificW Sequenco . - /. ^ . • 



"mI^so do »>t use -Copy to Uuk" hmctloo.of PrienUn version 2.0. TTiii ctus«i . convpted file. 
SJ i^™ d. ple«o usc^U Mu-go" or «y other m««J me«- lo copy 



13 



Misus« of a 



a can only used to repreacot a «iflg!o .odcottd. la a Bockte acid Kq^ 
any vaJuo 00* tpecificaliy a Bodeotidc 

AMC^-Bk>tedu»logy SysUmi Brtnch -OWl^l 




RAW SEQUENCE LISTING DATE: 02/21/2002 

PATENT APPLICATION: US/09/757,655 TIME: 11:38:41 

Input Set : A:\FUJII SEQUENCE LISTING.txt 

Output Set: N:\CRF3\02212002\I757655.raw DOGS Not Comply 

Corrected Diskette Needei 

3 <110> APPLICANT: FUJI I, Takeru . ^ 

4 YOKOYAMA, Hideakira * ^<»w7 /^S 

5 HAMAMOTO, Hidetoshi ^'"T^Q ' 
1 <120> TITLE OF INVENTION: A PEPTIDE HAVING AN AFFINITY FOR gpl20 ^ 

9 <130> FILE REFERENCE: 2001-0019A/LC/01732 RPOPlX/Cri 

11 <140> CURRENT APPLICATION NUMBER: 09/757,655 nCL/ClVtU 

12 <141> CURRENT FILING DATE: 2001-01-11 

14 <150> PRIOR APPLICATION NUMBER: JP No. 2000-6182 JUL 0 8 2002 

15 <151> PRIOR FILING DATE: 2000-01-11 

17 <160> NUMBER OF SEQ ID NOS : 19 TCPU nPMT 

19 <170> SOFTWARE: Patentin Ver. 2.0 ' tOH CENTER 1600/2900 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 5 ^ 

23 <212> TYPE: PRT 



<zyz> TYPE: PKT • . 

24 <213> ORGANISM: Artificial Sequence X^^^;^^^;^^ 



26 <220> FEATURE: 

27 <223> OTHER INFORMATION: Description of Artificial Sequence: (Peptide] ^^l^^^cy C /O^fU^ 
29 <220> FEATURE: V Q . ^ ~^ 

W--> 30 <221> NAME/KEY: Residue ^ (^^hJL^^ 

31 <222> LOCATION: (1) ^ ^ 

32 <223> OTHER INFORMATION: Xaa « Asp, Lys, Val, Glu, Gly, Asn or Tyr yyT^^^J^^^ 
34 <220> FEATURE: ^ \ 

W--> 35 <221> NAME/KEY: Residue ^ [ /UX /lA^^ 

36 <222> LOCATION: (2) ^ Ia/s^ 

37 <223> OTHER INFORMATION: Xaa = Val, Asp, Trp, Lys, Phe, He, Leu or Tyr y 

39 <220> FEATURE: ^A^Xn^-^y-^ 
W--> 40 <221> NAME/KEY: Residue 

41 <222> LOCATION: (3) y 

42 <223> OTHER INFORMATION: Xaa « Lys, Val, Asp, Arg, Ala or Trp 
44 <220> FEATURE: 

W--> 45 <221> NAME/KEY: Residue 

46 <222> LOCATION: (4) 

47 <223> OTHER INFORMATION: Xaa » Ala, Trp or Gly 
49 <220> FEATURE: ..^ 

W--> 50 <221> NAME/KEY: Residue 

51 <222> LOCATION: (5) 

52 <223> OTHER INFORMATION: Xaa - Gly, Ala, Val, Leu, He, Ser, Thr, Met, Asn, Gin, His, 
Lys, Arg, 

53 Phe, Trp, Pro or Tyr 

55 <4aO> SEQUENCE-: \ ^ 

56 Xaa XaTa Xaa Xaa 

57 1 5 

59 <210> SEQ ID NO: 2 

60 <211> LENGTH: 5 



file://C:\Crf3\Outhold\VsrI757655.htm 
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Page 



RAW SEQUENCE LISTING DATE: 02/21/2002 

PATENT APPLICATION: US/09/757,655 TIME: 11:38:41 

Input Set': A:\FUJII SEQUENCE LISTING. txt 

Output Set: N:\CRF3\02212002\I757655.raw \ 

61 <212> TYPE: PRT • - - 44^^ jA/<^ 

62 <213> ORGANISM: Artificial Sequence 

64 <220> FEATURE: 

65 <223> OTHER INFORMATION: Description of Artificial Sequence :f^Peptide J 
67 <220> FEATURE: ^"^^--^^^ 

W--> 68 <221> NAME/KEY: Residue 

69 <222> LOCATION: (1) 

70 <223> OTHER INFORMATION: Xaa - Asp, Lys, Val, Glu, Gly, Asn or Tyr, or polypeptide 
residue that an 

71 arbitrary amino acid stood in line in the N-t^pninal side from this amino ac 
73 <220> FEATURE: 

W--> 74 <221> NAME/KEY: Residue 

75 <222> LOCATION: (2) 

76 <223> OTHER INFORMATION: Xaa « Val, Asp, Trp, Lys, Phe, He, Leu or Tyr 
78 <220> FEATURE: 

W--> 79 <221> NAME/KEY: Residue 

80 <222> LOCATION: (3) ^ 

81 <223> OTHER INFORMATION: Xaa = Lys, Val, Asp, Arg, Ala or Trp . 
83 <220> FEATURE: 

W--> 84 <221> NAME/KEY: Residue 

85 <222> LOCATION: (4) - ^ 

86 <223> OTHER INFORMATION: Xaa « Ala, Trp or Gly 
88 <220> FEATURE: 

W--> 89 <221> NAME/KEY: Residue 

90 <222> LOCATION: (5) 

91 <223> OTHER INFORMATION: Xaa - Gly, Ala, Val, 'Leu, He, Ser, Thr, Met, Asn, Gin, H: 
Lys, Arg, 

92 Phe, Trp, Pro or Tyr 
94 <4p0>/§EQpENGE.i 2 



95 Xaa Xaa Xaa Xaa Xaa 




96 1 5 

98 <210> SEQ ID NO: 3 

99 <211> LENGTH: 5 

100 <212> TYPE: PRT 

101 <213> ORGANISM: Artificial Sequence 

103 <220> FEATURE: 

104 <223> OTHER INFORMATION: Description of Artificial Sequence: 
106 <220> FEATURE: 

W--> 107 <221> NAME/KEY: Residue 

108 <222> LOCATION: (1) 

109 <223> OTHER INFORMATION: Xaa « Asp, Lys, Val, Glu, Gly, Asn or Tyr 
111 <220> FEATURE: 

W--> 112 <221> NAME/KEYt Residue ^ 

113 <222> LOCATION: (2) 

114 <223> OTHER INFORMATION: Xaa - Val, Asp, Trp, Lys, Phe, He, Leu or Tyr 
116 <220> FEATURE: 

W--> 117 <221> NAME/KEYj Residue 

118 <222> LOCATION: (3) ( 

119 <223> OTHER INFORMATION: Xaa - Lys, Val, Asp, Arg, Ala or Trp 
121 <220> FEATURE: 

W--> 122 <221> NAME/KEY: Residue 



file://C:\Crf3\Outhold\VsrI757655.htm 
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PAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/757,655 



DATE: 02/21/2002 
TIME: 11:38:41 



W--> 



Arg, 



w--> 



w--> 



w--> 



w--> 



Lys, 



w--> 



Lys, 



Input Set : Ai\FUJII SEQUENCE LISTING.txt 
Output Set: N:\CRF3\02212002\I757655.raw 



123 <222> LOCATION: (4) 

124 <223> OTHER INFORMATION: Xaa - Ala, Trp or Gly 

126 <220> FEATURE: 

127 <221> NAME/KEY: Residue 

128 <222> LOCATION: (5) 

129 <223> OTHER INFORMATION: Xaa « Gly, Ala, Val, Leu, lie, Thr, Met, Asn, Gin, His, Lys 



r 



130 

131 

133 

134 

135 

138 

139 

140 

141 

143 

144 

146 

147 

148 

149 

151 

152 

153 

154 

156 

157 

158 

159 

161 

162 

163 

164 

Arg, 

165 

167 

168 

169 

170 

Arg, 

171 

173 

174 

175 

177 

178 

179 

180 

182 

183 

185 



Xaa = Tyr, Arg, 



Phe, 



Gly, Trp, His or Asp 



Phe, Trp, Pro or Tyr, or polypeptide residue that an arbitrary amino acid 
stood in line in the C-terminal side of this amino acid, H 

<4^0> ^EQUENCEi^3/ - v-^ 

X^ Xaa Xaa Xaa Xaa 
1 5 

<210> SEQ ID NO: 4 

<211> LENGTH: 5 

<212> TYPE: PRT 

<213> ORGANISM: Artificial Sequence 
FEATURE: 

Description of Artificial Sequence: /^Peptide 



<220> 

<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: Residue- 
<222> LOCATION: (1) - 
<223> OTHER INFORhlATION : 
<220> FEATURE: 
<221> NAME/KEY: Residue 
<222> LOCATION: (2) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: Residue 
<222> LOCATION: (3) 
<223> OTHER INFORMATION: 
<220> FEATURE: 
<221> NAME/KEY: Residue 
<222> LOCATION: (4) 
<223> OTHER INFORMATION: 

Phe or Trp 
<220> FEATURE: . 
<221> NAME/KEY: Residue 
<222> LOCATION: (5) 
<223> OTHER INFORMATION: 



Xaa - Arg, Tyr, Trp, Ala, Val, Gin, His or Lys 



Xaa = Lys, Tyr, Arg, Glu, Met or Trp 



Xaa = Gly, Ala, Val, Leu, He, Ser, Thr, Met, Asn, Gin, His 



/ 

Xaa « Gly, Ala, Val, Leu, He, Ser, Thr, Met, Asn, Gin, His 



or Trp 

x!aa 
5 

: 5 



Phe, Tyr 
<4Q<J>^EQ^ENCE^ 
Xaa Xaa Xaa Xaa 
1 

<210> SEQ ID NO 
<211> LENGTH: 5 
<212> TYPE: PRT 
<213> ORGANISM: 
<220> FEATURE: 
<223> OTHER INFORMATION 
<220> FEATURE: 



Artificial Sequence 

Description of Artificial Sequence; 



r' — ) 

Pbptide / 



file://C:\Crf3\Outhold\VsrI757655.htm 
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RAW SEQUENCE LISTING DATE: 02/21/2002 

PATENT APPLICATION: US/09/757,655 TIME: 11:38:41 

4 

Input Set : A:\FUJII SEQUENCE LISTING. txt 
Output Set: N:\CRF3\02212002\I757655.raw 

W--> 186 <221> NAME/KEY: Residue - - 

187 <222> LOCATION: {1) ^ % 

188 <223> OTHER INFORMATION: Xaa - Tyr, Arg , Phe, Gly, Trp, His or Asp, or polypeptide 

residue that an . , ^ . 

189 arbitrary amino acid stood in the N- terminal side from this amino acid 

191 <220> FEATURE: 

W--> 192 <221> NAME/KEY: Residue r 

193 <222> LOCATION: (2) - 

194 <223> OTHER INFORMATION: Xaa « Arg, Tyr, Trp, Ala, Val, Gin, His or Lys 
196 <220> FEATURE: v; 

W--> 197 <221> NAME/KEY: Residue ^ » " 

198 <222> LOCATION: (3) 

199 <223> OTHER INFORMATION: Xaa « Lys, Tyr, Arg, Glu, Met or Trp 
201 <220> FEATURE: 

W--> 202 <221> NAME/KEY: Residue ^ . ^.^ 

203 <222> LOCATION: (4) . 

204 <223> OTHER INFORMATION: Xaa = Gly, Ala, Val, Leu, He, Ser, Thr, Met, Asn, Gin, His, 

Lys, Arg, 

205 Phe or Trp 
207 <220> FEATURE: 

W--> 208 <221> NAME/KEY: Residue ^ 

209 <222> LOCATION: (5) ^,0. 

210 <223> OTHER INFORMATION: Xaa = Gly, Ala, Val, Leu, He, Ser, Thr, Met, Asn, Gin, His, 

Lys, Arg, 

211 Phe, Tyr or Trp 



^ 213 <4G0> ^lEQlJENCE: 5 ^ 
^J^> 214 Xaa Xaa Xaa Jtaa Xai 



215 1 5 

217 <210> SEQ ID NO: 6 

218 <211> LENGTH: 5 

219 <212> TYPE: PRT 

220 <213> ORGANISM: Artificial Sequence 

222 <220> FEATURE: 

223 <223> OTHER INFORMATION: Description of Artificial Sequence: /Peptide 
225 <220> FEATURE: 

W--> 226 <221> NAME/KEY: Residue ^ 

227 <222> LOCATION: (1) 

228 <223> OTHER INFORMATION: Xaa » Tyr, Arg, Phe, Gly, Trp, His or Asp 
230 <220> FEATURE: 

W--> 231 <221> NAME/KEY: Residue / 

232 <222> LOCATION: (2) 

233 <223> OTHER INFORMATION: Xaa « Arg, Tyr, Trp, Ala, Val, Gin, His or Lys 
235 <220> FEATURE: 

W--> 236 <221> NAME/KEY: Residue 

237 <222> LOCATION: (3) Y 

238 <223> OTHER INFORMATION: Xaa « Lys, Tyr, Arg, Glu, Met or Trp 
240 <220> FEATURE: 



W--> 241 <221> NAME/KEY: Residue 
242 <222> LOCATION: (4) 



243 <223> OTHER INFORMATION: XAa - Gly, Ala, Val, Leu, He, Ser, Thr, Met, Asn, Gin, His, 

Lys, Arg, 

244 Phe or Trp 
24 6 <220> FEATURE: 
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W--> 247 <22I> NAME/KEY: Residue 

248 <222> LOCATION: (5) 

249 <223> OTHER INFORMATION: Xaa « Gly, Ala, Val, Leu, lie, Ser, Thr, Met, Asn, Gin, His 

Lys, Arg, 

250 Phe, Tyr or Trp, or polypeptide residue that an arbitrary amino _acid stood in 

line 

251 in the C-terminal side of this amino acid 
253 <4pO> ^QUENCE-: 6/ 

W--> 254 Xaa Xaa 3taa Xaa Xaa 

. 255 1 5 -v^ 

257 <210> SEQ ID NO: 7 

258 <211> LENGTH: 7 

259 <212> TYPE: PRT 

260 <213> ORGANISM: Artificial Sequence 

262 <220> FEATURE: 

263 <223> OTHER INFORMATION: Description of Artificial Sequence: 

265 <400> SEQUENCE: 7 

266 Gly Gly Asp Val Lys Ala Gly 

267 1 5 

269 <210> SEQ ID NO: 8 

270 <211> LENGTH: 6 ' - 

271 <212> TYPE: PRT ^ . 

272 <213> ORGANISM: Artificial Sequence A 

274 <220> FEATURE: / j 

275 <223> OTHER INFORMATION: Description of Artificial Sequence;! Peptide J 

277 <400> SEQUENCE: 8 

278 Gly Asp Val Lys Ala Gly 

279 1 5 

281 <210> SEQ ID NO: 9 

282 <211> LENGTH: 6 

283 <212> TYPE: PRT 

284 <213> ORGANISM: Artificial Sequence ^ ^ 

286 <220> FEATURE: y[ ) 

287 <223> OTHER INFORMATION: Description of Artificial Sequence : I Peptide / 

289 <400> SEQUENCE: 9 \ ^ 

290 Gly Tyr Tyr Lys Ala Ala 

291 1 5 

293 <210> SEQ ID NO: 10 

294 <211> LENGTH: 6 

295 <212> TYPE: PRT 

296 <213> ORGANISM: Artificial Sequence 

298 <220> FEATURE: 

299 <223> OTHER INFORMATION: Description of Artificial Sequenc 

301 <400> SEQUENCE: 10 

302 Gly Tyr Ala Tyr Arg Lys 

303 1 5 

305 <210> SEQ ID NO: 11 

306 <211> LENGTH: 6 




307 <212> TYPE: PRT -^jt £ ^ OAj^ ^ 

308 <213>. ORGANISM: Artificial Sequence ^^/U/tx-a^ juu^ 



310 <220> FEATURE: 
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L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
h: 
h 
L; 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 



W: 
W; 



30 M:257 W: 
35 M:257 W: 
40 M:257 W: 
45 M:257 W: 
50 M:257 W: 
56 M:341 W: 
68 M:257 W:. 
74 M:257 W: 
79 M:257 
84 M:257 
89 M:257 W: 
95 M:341 W: 
107 M:257 W 
112 M:257 W 
117 M:257 W 
122 M:257 W 
127 M:257 W 
134 M:341 W 
147 M:257 W 
152 M:257 W 
157 M:257 W 
162 M:257 W 
168 M:257 



W 

:174 M:341 W 
:186 M:257 W 
:192 M:257 W 
:197 M:257 W 
:202 M:257 W 
:208 M:257 W 
:214 M:341 W 
:226 M:257 W 
231 M:257 W 
:236 M:257 W 
:241 M:257 W 
:247 M:257 W 
:254 M:341 W 



Feature value mis- 
Feature value mis 
Feature value mis- 
Feature value mis 
Feature value mis 
(46) "n" or "Xaa" 
Feature value mis 
Feature value mis 
Feature value mis 
Feature value mis 
Feature value mis- 
(46) "n" or "Xaa" 
Feature value mis 
; Feature value mis 
; Feature value mis 
: Feature value mis 
; Feature value mis 
: (46) "n" or "Xaa" 
: Feature value mis 
: Feature value mis 
: Feature value mrs 
: Feature value mis 
: Feature value mis 
: (46) "n" or "Xaa" 
: Feature value mis 
: Feature value mis 
: Feature value mis 
: Feature value mis 
: Feature value mis 
: (46) "n" or "Xaa" 
: Feature value mis 
: Feature value mis 
: Feature value mis 
: Feature value mis 
: Feature value mis 
: (46) "n" or "Xaa" 



spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
used, for SEQ ID#:1 
spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
used, for SEQ ID#:2 
spelled or invalid, 
spelled or invalid, 
spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
used, for SEQ ID#:3 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
used, for SEQ ID#:4 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
used, for SEQ ID# : 5 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
-spelled or invalid, 
used, for SEQ ID#:6 



<221> Name/Key for SEQ ID#: 

<221> Name/Key for SEQ ID# : 

<221> Name/Key for SEQ ID# : 

<221> Name/Key for SEQ IDfr : 

<221> Name/Key for SEQ-ID#; 



<221> Name/Key for SEQ ID# : 
<221> Name/Key for SEQ j:d# : 
<221> Name/Key for SEQ ID# : 
<2 2 1> -Name/Key for SEQ ID# : 
<221> Name/Key for SEQ ID# : 

<2.21> Name/Key for SEQ ID# : 
<221> Name/Key for SEQ ID#: 
<221> Name/Key for SEQ ID# 
<221> Name/Key for SEQ ID# 
<221> Name/Key for SEQ ID# 



1 

1 - 

1 
1 
-1 

2 
2 
2 
2 
2 

3 
3 
3 
3 
3 



<221> Name/Key for SEQ IDfr: 
<221> Name/Key for SEQ ID#: 
<221> Name/Key for SEQ ID#: 
<221> Name/Key for SEQ ID*^: 
<221> Name/Key for SEQ ID# : 

<221> Name/Key for SEQ ID# : 
<221> Name/Key for SEQ ID# : 
<221> Name/Key for SEQ ID# : 
<221> Name/Key for SEQ ID#; 
<221> Name/Key for SEQ IDS: 

<221> Name/Key for SEQ ID# ; 
<221> Name/Key for SEQ ID# ; 
<221> Name/Key for SEQ ID# 
<221> Name/Key for SEQ ID# 
<221> Name/Key for SEQ ID# 
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